bm@o300

303939 ®9L30MSEHMOME0 LObEMMAOL 3NOMBsgoMHMLO 2 (SARS-CoV-2) sG>0l 5355050
00006567 356009300l 259mdf3930 30600 (2019-2022(F), Mmdgeros of393Lb 0bxgdsom®
553500905 COVID-19 (COronaVIrus Disease 2019 — ,,30060b5306we00 0053500905 2019%)
[1]. SARS-CoV-2-00 358m3999e0 ©553500900L Loddody, dgodwgds 0mg3sL, Mmd
305300 bmHB0MGB505, B3P0 0go FoBLBZ39dM go3egbsl sbIBL - Lbgsslibzs Mols3-
X3IBOL 505305698 30[2].

3b™doos O3 COVID-19-0l 309c00bs6rgmds Lbgosalbgs 0sbdbemqdo @s93509d0L ddmby
353096()9080 »BGMM 3d0dgs, 300MY 5530569070 - JMHMb0 3o ©55350JdgOOL Qo69dY.
5060360 dmzm9bgdol 5d@Ewnowmd0sb 259maobstg Bo3539Mm 331935 Mrodo
9mbsHoemgmds doowm bbgssolibzs ®ob3-x Bl 5¢sd0sbgdds. gl MoL3Z-XyBJd0s: FodMosbo
050930, C 39353030, 303967megl¢gMmegdos, 30w @30l 3000, 579GM0dNbme@o
Q055350090900. beagnm B53MbE MM ¥Rl FoMdmoygbbgb 53056900 MsbabEgdO
Q055350900 2569T9. MOMNMIW X AIBIO 5933w 0dbs 5-5 3530960l bgoMm-bsbol Bsisbo,
L0d3GHMIgd0L A5dMZ3gbosb F9-2 L. 33¢930L Jobsbo 0ym oy39H0bs SARS-CoV-2
3007L0L 533036 g00L MMmEIbMdM030 T5639690wgd0 Lb3sILLIS MHOL3-KAMTBOL
50530569080, M55 ob0LBM3Ms RT-PCR 9900m©00 (3m0dg®mhaHwero xs3329600 Mgod300
95O OHMT0). 99000™a 30 3odm33w g 0465 02039 5053056930l Lolberols IMsEHdo SARS-
CoV-2 306vlol IgM 56¢3olbgemgdol Momgbmds ELISA dgom@om (09996muqm39b@wewro
3b5e0b0), Lod3EHMIGOOL 2odm3gboB, 2oblbgzsgzgdmwo MOl 0bEgMzswdo. A3gbo Jobsbo

0Y™ 533903005 50060 MO IgnMmEOom BoBsMgdwo 330939000 0 dw d9)A90L
dmEO0L MYOHD0M003530060.

900900 dmbo399900L 45035¢0L0b7d00 oEYR0bIS, MHMA bLb3zoolbZs MOl 3Z-KyMTBOL
5Q05905690d0 SARS-CoV-2 3069910l 5830036900l Mot gbmds goblibzs393w0s, 51939
3900033905, ™3 Lolberol IMsEHdo IgM sbE0lbgMEgdo 4530w gd0m 33056 085¢JdL, 306
3H306-bsbols bobol 3x6M 8gom©om 306HLOL s©dMBgboL.s.



Annotation

Quantitative indicators of SARS-Cov-2 virus amplicones in different groups of people

Acute Respiratory Syndrome Coronavirus 2 (SARS-CoV-2) Is the currently causing pandemic virus
(2019-2022) that causes infectious disease COVID-19 (COronaVIrus Disease 2019). The severity of
the disease caused by SARS-CoV-2 can be said to be unpredictable, as it has different effects - in

people at different risk groups.

It is known that COVID-19 pathogenesis is more severe in patients with various comorbidities than
in humans without chronic disease. Due to the urgency of these events, we conducted a research in
people with different risk groups. These risk groups are: diabetes, hepatitis C, hypercholesterolemia,
lung cancer, autoimmune diseases. The control group consisted of people without concomitant
disease. nosopharyngeal swabs of 5-5 patients were examined in each group on the 2nd day after the
onset of symptoms. The aim of the study was to quantify SARS-CoV-2 virus amplifiers in people at
different risk groups. Which wasdetermined by the RT-PCR method (real-time polymerase chain
reaction). The quantity of IgM antibodies 0 SARS-CoV-2 virus in the blood serum of the same people
was then examined by ELISA (enzyme-linked immunosorbent assay). From the onset of symptoms, at
different time intervals. Our aim was to determined a correlation between the results obtained from

the studies conducted by these two methods.

The data obtained showed that the number of SARS-CoV-2 virus amplifiers varied in people at
different risk groups, and that serum IgM antibodies were elevated much later than nasopharyngeal

smear PCR detection.






